4 N
ENGCTGM ~—  The National Centre for Text Mining

3 MEME - Semantic refrimenl epgine far MEDLINE - Mozilla Firelox ii=] ] / \
Bl [ Uew Hgoy fokmwls Dok feo delious

@ 5 CUo@BAW0 e iefuied oot 0 o : MEDIE is an intelligent text search engine for retrieving

1 Pre Hotmal || Wircors Marietyiag

I customsn ks

- sentences about biomedical events from MEDLINE. Using a
simple subject-verb-object interface the system can retrieve
evidence to help answer questions like “What does p53

Finds and highlights the evidence even
when presented with complex sentences

Semantic Search  Keyword Search  GCL Search

JE — seestal covses

salject vert abject activate?” or “Is there a relationship between JNK and TNF-
a5 scrvets [Sema ) [Gear ] Hein Ipha?”
sAduncd seweh alpha?”.
Rasuls 150 for p53 activate sShow rexi »Show query 17 16 seconds {10 95% finishe d)
1 BMID 16037438 v, Unlike traditional keyword-based search engines such as
mhéﬁ‘;ﬂ'..’;'f::'.:'é“‘“"m" inhibitor 1 { walkin/adi | which gets acivated by 88 was afected in the HEBx transformed cei ine Google or PubMed, the user can |ssue a query based on deep
7 P 16017063 s syntax, which neutralizes various syntactic expressions used in
e ap TSN G SREORS THARRE AL 1 1243 tHe i the literature and significantly improves the quality of search
3 PMID 16778209 results.
I the presest Mudy , wa ah GEFM | & guarsn wxehange factonHI for Rhad, i e coptinally setvatod by e isduction of stest pST
prodging , thereby sccelanl proifemiion
4, BMID 16531611 oan The entire collection of MEDLINE articles are pre-indexed with
Tha il mmes smnt SED sty by A S R A a rich syntactic/semantic analysis and real-time responses are
5. PMID) 1660168 o

achieved by a specially designed indexing scheme.

Viplh particpates in call cycle sesi foloeing DMA, darmge by allwing Fite activate p21C9 {21 ) sxpression
PMICY 16571800 o

\MEDIE is available at http://www-tsuijii.is.s.u-tokyo.ac.jp/medie/

J

[i]

scription of mdm2 and mdm2 binds and

Mdm2 (Mus musculus)

bl and by [l sceumulition to daclice figkd

i
EntrezGene
MGT

Complements other
document-based services
£IR
. . ed and boul Swiss-PROT
Provides links to external TIEMBL
bioinformatics resources

( \ 3 infe Pubed - Mazilla Firefor

InfO_PubMed . i D [ Yo Mgty Dol [oos ek deonas
is an efficient PubMed search tool tailored G- @ D R [ i sns s s e Sl n) IEF
to the collection of information about interactions between i Gy thle L eyl G Oveie &
genes/proteins in MEDLINE articles. ¢ e ai)
. S sl L TS T—
. 1 0 LEearh | n‘lsh. ol 3
The user-friendly ‘drag and drop' interface enables users to browse '. T i i
and organize information about protein-protein interactions in a Y UL R s R
. . . Prphoprot
straightforward and intuitive manner. Torar saget. (o)
) . . . . . i¥bindng  tumor protein
The quality of the interaction information is backed by a large-scale $xpp biruation sbbssth i) Contari iviper 4 st ) s e
gene/protein name dictionary, deep syntactic parsing technology T i T R —— Fe
and machine learning-based text analysis components. fess| | Hcowwa| RREIOSISST | Sea fep &
[ BEnDa2 - EAL] [ 105 ¢ 5097l TPsa Al cometa) =
Info-PubMed is available at |- Ei_r L1l s/ | g
eew . . COHNIA 11771240
https://www-tsujii.is.s.u-tokyo.ac.jp/info-pubmed/ Heowod [Re )
\ BB errcaraa| B as / ms0 G
e  Ewien | ' B ]
- B o ays o st i o, g B s
Network Visualization Large-scale dictionary fhvecr | TN, Sl it et
o "?'1. m L= % - MPE 2 Wevonaade: SN |
| (LTI e mnces s v 14 1. Gl SR v PO 1y Ll e gt B
. m"“ - et sccur i Tah ater pEADang | )
T‘ * : T .. 3 | R -]
- = . %ILE/;A:IU FarTR R . . Show i. ¥, L_'..‘.c.“l‘lrﬂ:l:f.'"u,".‘"b’ C/EBPbit thiough etvulion of the pSY a
% CYCUN-DEPENDENT KIMASE INHIBITOR 14/ . . " .
G1 eyein-dependant kines inhisitar g1 4 .
L 3 . Derw ve-tmi o, -tk
Find direct interactions Save, reuse and export
by not just co-occurrences your findings

For more information visit:
www.nactem.ac.uk
or contact

anchester nactem@manchester.ac.uk " /

F

4:'-w..‘“

/

\J J

r

M —




	Slide Number 1

